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Figure S3

Figure S3. Comparison of D. melanogaster tissues and cell lines with the three gene categories 
(maternal, maternal/zygotic, and zygotic) de�ned in (Lott et al. 2011). More signi�cant mapping 
scores are shown as darker color, corresponding to the scale showing –log10 transformed Bonfer-
roni corrected p-values, which are calculated from the hypergeometric test in Figure 2A. Hierarchi-
cal clustering was applied to order the tissues and cell lines.


